In the title compound, C 13 H 14 N 2 O 4 S 2 (alternative names: diphenylmethane-4,4 0 -disulfonamide, nirexon, CRN: 535-66-0), the two benzene rings form a dihedral angle of 70.8 (1) . There are two sets of shorter (HÁ Á ÁO < 2.1 Å ) and longer (HÁ Á ÁO > 2.4 Å ) N-HÁ Á ÁO hydrogen bonds per sulfonamide NH 2 group, which together result in hydrogen-bonded sheets parallel (102). Adjacent sheets are connected to one another by an additional N-HÁ Á ÁN interaction so that a threedimensional network of hydrogen-bonded molecules is formed. The investigated polymorph is identical with the form II previously described by Kuhnert-Brandstä tter & Moser [(1981) . Mikrochim. Acta, 75, [421] [422] [423] [424] [425] [426] [427] [428] [429] [430] [431] [432] [433] [434] [435] [436] [437] [438] [439] [440] .
Related literature
For the polymorphism of diphenylmethane-4,4 0 -disulfonamide, see Kuhnert-Brandstä tter & Moser (1981) ; KuhnertBrandstä tter & Wunsch (1969) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: COLLECT (Hooft, 1998 ); cell refinement: SCALEPACK (Otwinowski & Minor, 1997) ; data reduction: DENZO (Otwinowski & Minor, 1997) and SCALEPACK; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP in SHELXTL (Sheldrick, 2008) and Mercury (Macrae et al., 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 
Comment
The polymorphic behaviour of the title compound, a carbonic anhydrase inhibitor with diuretic effects, was described by Kuhnert-Brandstätter & Moser (1981) and Kuhnert-Brandstätter & Wunsch (1969) , who identified five distinct polymorphic modifications. The commercial product contained form II (mp. 172-174 °C), which was also found to be the stable polymorph at room temperature. The identity of the crystals investigated in the present study with form II reported by KuhnertBrandstätter & Moser (1981) was established by thermomicroscopy and IR spectroscopy. The asymmetric unit contains a single molecule (Fig. 1) . Its central plane, defined by S1, S2, C1, C11, C14, C21 and C24, forms angles of 21.8 (1)° and 78.7
(1)° with the mean planes of the two phenyl rings C11 > C16 and C21 > C26, respectively. The two sulfonamide groups are differently oriented with respect to the adjacent phenyl ring, so that the corresponding torsion angles N1-S1-C1-C24
and N2-S2-C1-C14 are 115.6 (2)° and 53.3 (2)°, respectively. Each molecule is connected to four other molecules by four short N-H···O bonds (H···O < 2.1 Å, see Table 2 ) so that an H-bonded sheet parallel to (102) is formed. The symmetry operation between molecules linked by these primary interactions involving one H-bond donor and one acceptor site of each sulfonamide group is a twofold screw axis. There are two additional N-H···O contacts (H···O > 2.4 Å, see Table 2 ) within the same plane so that all four NH hydrogen bond donor sites are employed once. These secondary N-H···O bonds link molecules related by a translation along [010] . The O3 and O4 sites of one sulfonyl group accept one H-bond each, while in the group O1 accepts two H-bonds. Thus, the sulfonamide groups of molecules in the hydrogen bonded sheet form two distinct chains of fused rings both propagating parallel to [010] . One chain consists of ten-membered rings with two H-bond donor and two acceptor sites (labeled 'A' in Fig. 2) , and the other is generated from 9-membered rings with two three H-bond donor and two acceptor sites ('B'). Each of the N-H···O sheets is linked to two neighbouring sheets by a N2-H···N1(-x + 1, y + 1/2, -z + 1) interaction (represented by arrows in Fig. 2 ). Thus, this crystal structure contains a three-dimensional network of N-H···O and N-H···N bonded molecules of diphenylmethane-4,4'-disulfonamide.
Experimental
The crystals for this study were obtained from a commercial sample of diphenylmethane-4,4'-disulfonamide (Farbenfabriken Bayer AG, Leverkusen).
Refinement
All H atoms were identified in a difference map. H atoms bonded to secondary CH 2 (C-H = 0.99 Å) and aromatic carbon atoms (C-H = 0.95 Å) were positioned geometrically . Hydrogen atoms attached to N were refined with restrained distances [N-H = 0.88 (12) Å].The U iso parameters of all H atoms were refined freely.
supplementary materials sup-2 Figures   Fig. 1 . The molecular structure with displacement ellipsoids drawn at the 50% probability level and hydrogen atoms shown as spheres of arbitrary size. 
